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CytoMAP

RRID:SCR_021227
Type: Tool

Proper Citation

CytoMAP (RRID:SCR_021227)

Resource Information

URL.: https://gitlab.com/gernerlab/cytomap/-/wikis/home

Proper Citation: CytoMAP (RRID:SCR_021227)

Description: Software tool as spatial analysis software for whole tissue sections.Utilizes
information on cell type and position to phenotype local neighborhoods and reveal how
their spatial distribution leads to generation of global tissue architecture.Used to make
advanced data analytic techniques accessible for single cell data with position information.

Synonyms: Histo-Cytometric Multidimensional Analysis Pipeline

Resource Type: software application, data analysis software, software resource, data
processing software, data analytics software, software toolkit

Defining Citation: PMID:32320656

Keywords: Histo cytometric multidimensional, analysis pipeline, whole tissue sections,
spatial analysis, single cell data with position information, phenotype local neighborhoods,
global tissue architecture

Funding: NIAID RO1 Al134713;
NIAID R21 Al142667,

NIAID RO1 Al134246;

NIAID RO1 Al076327;

NIAID U19 Al135976;

NIAID T32 Al10667;

NIGMS T32 GMO007270;
NICHD T32 HD007233;

NSF DGE 1762114

Availability: Free, Available for download, Freely available

Resource Name: CytoMAP



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_021227/resolver
https://gitlab.com/gernerlab/cytomap/-/wikis/home
https://pubmed.ncbi.nlm.nih.gov/32320656

Resource ID: SCR_021227
Record Creation Time: 20220129T080354+0000

Record Last Update: 20260729T044508+0000

Ratings and Alerts
No rating or validation information has been found for CytoMAP.

No alerts have been found for CytoMAP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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preprint server for biology.
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Wess M, et al. (2025) Versatile roles of annexin A4 in clear cell renal cell carcinoma:
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Papadopoulos AO, et al. (2025) Spatial regulation of CD8+ T cells at the HLA-E-NKG2A
axis drives HIV persistence in lymph node B cell follicles. Cell reports, 44(9), 116181.



https://scicrunch.org/sawg/rin/sources/SCR_005400
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_021227/resolver/mentions
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Journal for immunotherapy of cancer, 12(7).
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communications, 15(1), 9033.
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microenvironment of intraductal oncocytic papillary neoplasms (IOPN) of the pancreas.
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