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University of Chicago Advanced Electron
Microscopy Core Facility

RRID:SCR_019198
Type: Tool

Proper Citation

University of Chicago Advanced Electron Microscopy Core Facility (RRID:SCR_019198)

Resource Information

URL: https://voices.uchicago.edu/advancedem/

Proper Citation: University of Chicago Advanced Electron Microscopy Core Facility
(RRID:SCR_019198)

Description: Offers instruments including Titan Krios with Gatan K3 detector, Aquilos
Cryo-DualBeam system, Apreo Volume Scope Serial Blockface SEM, FEI Talos Cryo-EM.

Synonyms: Advanced Electron Microscopy

Resource Type: access service resource, core facility, service resource

Keywords: USEDit, microscopy services, advanced microscopy, ABRF, ABRF
Resource Name: University of Chicago Advanced Electron Microscopy Core Facility
Resource ID: SCR_019198

Alternate IDs: ABRF_1084

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1084

Record Creation Time: 20220129T080343+0000

Record Last Update: 20260728T043558+0000

Ratings and Alerts

No rating or validation information has been found for University of Chicago Advanced
Electron Microscopy Core Facility.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_019198/resolver
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No alerts have been found for University of Chicago Advanced Electron Microscopy Core
Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 43 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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