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Type: Tool

Proper Citation

rVista (RRID:SCR_018707)

Resource Information

URL: https://rvista.dcode.org/

Proper Citation: rVista (RRID:SCR_018707)

Description: Web tool for analyzing regulatory potential of noncoding sequences. rVISTA
web server is interconnected with TRANSFAC database, allowing users to either search
for matrices present in TRANSFAC library collection or search for user defined consensus
sequences. rVISTA 2.0 web server is used for high throughput discovery of cis-regulatory
elements. Can process alignments generated by zPicture and blastz alignment programs
or use pre-computed pairwise alignments of several vertebrate genomes available from
ECR Browser and GALA database. Evolutionary analysis of transcription factor binding
sites.

Synonyms: rVista 2.0

Resource Type: service resource, data access protocol, software resource, production
service resource, web service, analysis service resource

Defining Citation: PMID:15215384

Keywords: Noncoding sequence, regulatory potential analysis, matrices search,
TRANSFAC library collection, cis regulatory element, process alignment, zPicture, blastz,
pairwise alignment, genome, analysis, transcription factor binding site, bio.tools

Availability: Free, Freely available

Resource Name: rVista

Resource ID: SCR_018707

Alternate IDs: biotools:rvista

Alternate URLs: https://bio.tools/rvista

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_018707/resolver
https://rvista.dcode.org/
https://pubmed.ncbi.nlm.nih.gov/15215384


Record Creation Time: 20220129T080341+0000

Record Last Update: 20260729T044444+0000

Ratings and Alerts

No rating or validation information has been found for rVista.

No alerts have been found for rVista.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 30 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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interaction with UPF1. Scientific reports, 15(1), 2997.
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