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Proper Citation
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Resource Information

URL: https://utex.org/

Proper Citation: Culture Collection of Algae at the University of Texas
(RRID:SCR_016782)

Description: The UTEX Culture Collection of Algae includes different strains of living
algae, representing most major taxa. Cultures in the Collection are used for research,
teaching, biotechnology development, and various other projects throughout the world.

Abbreviations: UTEX

Synonyms: The UTEX Culture Collection of Algae, Culture Collection of Algae at the
University of Texas, UTEX

Resource Type: material storage repository, service resource, database, organization
portal, biospecimen repository, storage service resource, portal, data or information
resource

Keywords: culture, collection, algae

Funding: U.S. National Science Foundation ;
College of Natural Sciences of The University of Texas at Austin

Availability: Commercially available

Resource Name: Culture Collection of Algae at the University of Texas

Resource ID: SCR_016782

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260728T043522+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_016782/resolver
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Ratings and Alerts

No rating or validation information has been found for Culture Collection of Algae at the
University of Texas.

No alerts have been found for Culture Collection of Algae at the University of Texas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 25 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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