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Proper Citation

VectorMap (RRID:SCR_016721)

Resource Information

URL: http://vectormap.si.edu/

Proper Citation: VectorMap (RRID:SCR_016721)

Description: Collection of disease maps, and mapped collection data and distribution
models for arthropod disease vector species, including mosquitoes, ticks, sand flies,
mites, and fleas, as well as the hosts/reservoirs of vector-borne disease pathogens.
VectorMap is modeled after MosquitoMap.

Resource Type: service resource, data or information resource, data repository,
database, data access protocol, software resource, web service, storage service resource,
portal

Keywords: disease, map, collection, data, distribution, model, arthropod, disease, vector,
species

Related Condition: arthropod disease

Funding: US Department of Defense Global Emerging Infections Surveillance and
Response System ;

Division of the Armed Forces Health Surveillance Center ;

Global Biodiversity Information System

Availability: Public, Free, Available for download, Freely available, Acknowledgement
requested, Tutorial available

Resource Name: VectorMap
Resource ID: SCR_016721
Record Creation Time: 20220129T080332+0000

Record Last Update: 20260729T044425+0000



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_016721/resolver
http://vectormap.si.edu/

Ratings and Alerts

No rating or validation information has been found for VectorMap.

No alerts have been found for VectorMap.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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