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Human Cell Atlas

RRID:SCR_016530
Type: Tool

Proper Citation

Human Cell Atlas (RRID:SCR_016530)

Resource Information

URL: https://www.humancellatlas.org

Proper Citation: Human Cell Atlas (RRID:SCR_016530)

Description: Software tool as a catalog of comprehensive reference of human cells based
on their stable properties, transient features, locations and abundances. Map to show the
relationships among its elements. Open data international collaborative project involving
diverse scientific communities to provide a framework for understanding cellular
dysregulation in human disease.

Resource Type: map, data or information resource, catalog, database, atlas, image,
portal

Defining Citation: PMID:29206104

Keywords: human, cell, line, atlas, catalog, map, open, data, international, project,
FASEB list

Availability: Free, Available for download, Freely available
Resource Name: Human Cell Atlas

Resource ID: SCR_016530

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260729T044420+0000

Ratings and Alerts
No rating or validation information has been found for Human Cell Atlas.

No alerts have been found for Human Cell Atlas.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_016530/resolver
https://www.humancellatlas.org
https://pubmed.ncbi.nlm.nih.gov/29206104

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 97 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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