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Proper Citation

AMBER (RRID:SCR_016151)

Resource Information

URL: https://github.com/CAMI-challenge/AMBER

Proper Citation: AMBER (RRID:SCR_016151)

Description: Software toolkit for the comparative assessment of genome reconstructions
from metagenome benchmark datasets. It provides performance metrics, results rankings,
and comparative visualizations for assessing multiple programs or parameter effects.

Abbreviations: AMBER

Synonyms: AMBER: Assessment of Metagenome BinnERs

Resource Type: software application, data analysis software, software resource, data
processing software, data visualization software, software toolkit

Defining Citation: DOI:10.1101/239582

Keywords: binning, metagenomics, benchmarking, biobox, evaluation, comparison,
reconstruction, metric,

Availability: Free, Available for download

Resource Name: AMBER

Resource ID: SCR_016151

License: Apache 2.0

Record Creation Time: 20220129T080329+0000

Record Last Update: 20260729T044410+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_016151/resolver
https://github.com/CAMI-challenge/AMBER
https://dx.doi.org/10.1101/239582


No rating or validation information has been found for AMBER.

No alerts have been found for AMBER.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2204 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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lessons learned from the Wales COVID-19 Evidence Centre 2021-2023. Health research
policy and systems, 23(1), 36.
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Molecular therapy. Nucleic acids, 36(1), 102415.
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Ma J, et al. (2025) Qimai Feiluoping Decoction Inhibits EndMT to Alleviate Pulmonary
Fibrosis by Reducing PI3K/AKT/mTOR Pathway-Mediated the Restoration of Autophagy.
Journal of inflammation research, 18, 8447.

Ayyildiz M, et al. (2025) Evaluation of Physics-Based Protein Design Methods for
Predicting Single Residue Effects on Peptide Binding Specificities. Journal of
computational chemistry, 46(17), e70160.
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Dehabadi MH, et al. (2025) Predicting Reduction Potentials of Blue Copper Proteins Using
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