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Proper Citation

PISA (RRID:SCR_015749)

Resource Information

URL: http://www.ebi.ac.uk/pdbe/pisa/

Proper Citation: PISA (RRID:SCR_015749)

Description: Web application for exploration of macromolecular interfaces. It calculates
structural and chemical properties of macromolecular surfaces and interfaces, as well as
quaternary structures (assemblies), their structural and chemical properties and
dissociation patterns.

Abbreviations: PDBePISA

Synonyms: PDBePISA, Proteins Interfaces Structures and Assemblies

Resource Type: web application, software resource

Defining Citation: PMID:17681537

Keywords: macromolecule, assembly, dissociation pattern, chemical composition

Funding: BBSRC 721/B19544

Availability: Freely available, Free, Available for download, Tutorial available

Resource Name: PISA

Resource ID: SCR_015749

Record Creation Time: 20220129T080327+0000

Record Last Update: 20260808T190043+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_015749/resolver
http://www.ebi.ac.uk/pdbe/pisa/
https://pubmed.ncbi.nlm.nih.gov/17681537


No rating or validation information has been found for PISA.

No alerts have been found for PISA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1638 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Singh M, et al. (2026) Structural and functional characterization of VapBC52 toxin-
antitoxin system from Mycobacterium tuberculosis. Nucleic acids research, 54(11).

Tsai PC, et al. (2026) Structural study of monomeric and dimeric photosystem I-LHCI
supercomplexes from a bryophyte. Communications biology, 9(1), 146.

Han L, et al. (2026) Cryo-EM structures of bacteriophage T4 portal-neck assembly
intermediates reveal a viral genome retention mechanism. Nature communications, 17(1).

Duan H, et al. (2026) Vaccine elicitation of HIV-1 neutralizing antibodies against both V2
apex and fusion peptide in rhesus macaques. Cell reports, 45(2), 116905.

Chen Y, et al. (2026) Structure insight into FtsZ function maintaining under acid stress of
Streptococcus mutans. International journal of oral science, 18(1), 3.

Aimo A, et al. (2026) Changes in CMR-derived ventricular strain, fibrosis progression and
outcomes in hypertrophic cardiomyopathy. The international journal of cardiovascular
imaging, 42(5), 893.


