Resource Summary Report

Generated by SPARC SAWG on Jul 29, 2026

XlITandem

RRID:SCR_015645
Type: Tool

Proper Citation

XITandem (RRID:SCR_015645)

Resource Information

URL: http://www.thegpm.org/tandem/

Proper Citation: X!Tandem (RRID:SCR_015645)

Description: Software tool that can match tandem mass spectra with peptide sequences,
in process known as protein identification. Database search engine for matching tandem
mass spectra with protein sequences. Command line tool for matching tandem mass
spectra with peptide sequences.

Resource Type: software application, software resource, data analysis software, data
processing software

Keywords: Search engine, command line tool, matching tandem mass spectra, peptide
sequence, protein sequence, protein identification, tandem mass spectrum, xml file,
FASEB list

Availability: Free, Available for download, Freely available
Resource Name: X!Tandem

Resource ID: SCR_015645

Alternate IDs: SCR_018388

License: Artistic License 1.0

Record Creation Time: 20220129T080326+0000

Record Last Update: 20260729T044354+0000

Ratings and Alerts

No rating or validation information has been found for X!Tandem.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_015645/resolver
http://www.thegpm.org/tandem/

No alerts have been found for X!Tandem.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 44 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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10, 2857.
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fish. Journal of proteomics, 194, 112.
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Development. International journal of molecular sciences, 20(2).
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potential expressed by Corynebacterium pseudotuberculosis grown in animal serum. BMC
research notes, 11(1), 73.

Esaki N, et al. (2018) ASC amino acid transporter 2, defined by enzyme-mediated
activation of radical sources, enhances malignancy of GD2-positive small-cell lung cancer.
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