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Type: Tool

Proper Citation

Salk Institute Mass Spectrometry Core Facility (RRID:SCR_014843)

Resource Information

URL: http://www.salk.edu/science/core-facilities/mass-spectrometry-core/

Proper Citation: Salk Institute Mass Spectrometry Core Facility (RRID:SCR_014843)

Description: Core facilty that provides access and services for analyzing targeted and
complex mixtures of protein and small molecules, like metabolites. By utilizing these tools,
research on disease states can be augmented by proteomic and metabolomic study.

Abbreviations: MASS

Synonyms: , Salk Institute Mass Spectrometry Core (MASS), Salk Institute Mass
Spectrometry Core

Resource Type: access service resource, core facility, service resource

Keywords: core facility, mass spectrometry, metabolite, proteins, proteomic, metabolomic

Funding: Helmsley Center for Genomic Medicine ;
Salk Institute Mass Spectrometry Core ;
NCI CCSG P30 014195

Resource Name: Salk Institute Mass Spectrometry Core Facility

Resource ID: SCR_014843

Alternate IDs: ABRF_1637

Alternate URLs: https://coremarketplace.org/?FacilityID=1637&citation=1

Record Creation Time: 20220129T080322+0000

Record Last Update: 20260728T043445+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_014843/resolver
http://www.salk.edu/science/core-facilities/mass-spectrometry-core/


No rating or validation information has been found for Salk Institute Mass Spectrometry
Core Facility.

No alerts have been found for Salk Institute Mass Spectrometry Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 41 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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