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Proper Citation

Google Charts (RRID:SCR_014010)

Resource Information

URL: https://developers.google.com/chart/

Proper Citation: Google Charts (RRID:SCR_014010)

Description: A web application which allows users to create data visualizations using
JavaScript that can be embedded in a web page. Users can load some Google Chart
libraries, list the data to be charted, select options to customize their chart, and create a
chart object with a personally chosen id. Then, in the web page, users create a

with that id to display the Google Chart. Charts are customizable and interactive, and
since they are rendered using HTML5/SVG technology, charts are cross-browser
compatibility and cross platform portability to iPhones, iPads and Android.
Resource Type: web application, software resource

Keywords: web application, data visualization, chart, interactive

Availability: Free, Public

Resource Name: Google Charts

Resource ID: SCR_014010

License: Creative Commons Attribution 3.0 License: Users are free to share and adapt
material for any purpose, including commercial, so long as appropriate credit is attributed,
provide a link to the license, and indiciate what changes, if any, were made. Code is
lincensed under the Apache 2.0 License.

License URLs: https://developers.google.com/site-terms,
https://www.google.com/intl/en/policies/privacy/

Record Creation Time: 20220129T080318+0000

Record Last Update: 20260728T043431+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_014010/resolver
https://developers.google.com/chart/


Ratings and Alerts

No rating or validation information has been found for Google Charts.

No alerts have been found for Google Charts.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .

Paley S, et al. (2024) The Comparative Genome Dashboard. bioRxiv : the preprint server
for biology.

Hauptman N, et al. (2024) AmiCa: Atlas of miRNA-gene correlations in cancer.
Computational and structural biotechnology journal, 23, 2277.

Paley S, et al. (2024) The Comparative Genome Dashboard. Frontiers in microbiology,
15, 1447632.

Mahajan P, et al. (2024) IDSL.GOA: gene ontology analysis for interpreting metabolomic
datasets. Scientific reports, 14(1), 1299.

Mahajan P, et al. (2023) IDSL.GOA: Gene Ontology Analysis for Metabolomics. bioRxiv :
the preprint server for biology.

Seol D, et al. (2022) Microbial Identification Using rRNA Operon Region: Database and
Tool for Metataxonomics with Long-Read Sequence. Microbiology spectrum, 10(2),
e0201721.

, et al. (2022) 3DGenBench: a web-server to benchmark computational models for 3D
Genomics. Nucleic acids research, 50(W1), W4.

Rios RA, et al. (2021) Country transition index based on hierarchical clustering to predict
next COVID-19 waves. Scientific reports, 11(1), 15271.
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e260.
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