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pTARGET

RRID:SCR_013458
Type: Tool

Proper Citation

PTARGET (RRID:SCR_013458)

Resource Information

URL.: http://golgi.unmc.edu/ptarget/

Proper Citation: pTARGET (RRID:SCR_013458)

Description: pTARGET is a computational method to predict the subcellular localization
of only eukaryotic proteins from animal species that include fungi and metazoans.
Predictions are carried out based on the occurrence patterns of protein functional domains
and the amino acid compositional differences in proteins from different subcellular
locations. This method can predict proteins targeted to nine distinct subcellular locations
that include cytoplasm, endoplasmic reticulum, extracellular/secreted, Golgi, lysosomes,
mitochondria, nucleus, peroxysomes and plasma membrane. Current predictions are
based on Pfam database version 19.0. Datasets used for developing pTarget method are
available., THIS RESOURCE IS NO LONGER IN SERVICE. Documented on September
16,2025.

Abbreviations: pTARGET
Synonyms: pTARGET: Prediction server for protein subcellular localization

Resource Type: service resource, data set, data or information resource, data analysis
service, production service resource, analysis service resource

Defining Citation: PMID:16844995, PMID:16144808

Keywords: FASEB list

Funding: State University of New York at Albany startup funds ;
University of California Life Sciences Informatics L99-10077

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: pTARGET

Resource ID: SCR_013458



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_013458/resolver
http://golgi.unmc.edu/ptarget/
https://pubmed.ncbi.nlm.nih.gov/16844995
https://pubmed.ncbi.nlm.nih.gov/16144808

Alternate IDs: nlx_18589
Old URLSs: http://bioapps.rit.albany.edu/pTARGET/
Record Creation Time: 20220129T080316+0000

Record Last Update: 20260729T044317+0000

Ratings and Alerts
No rating or validation information has been found for p TARGET.

No alerts have been found for pTARGET.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 118 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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