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MethyCancer

RRID:SCR_013399
Type: Tool

Proper Citation

MethyCancer (RRID:SCR_013399)

Resource Information

URL: http://methycancer.psych.ac.cn/

Proper Citation: MethyCancer (RRID:SCR_013399)

Description: Database to study interplay of DNA methylation, gene expression and
cancer that hosts both highly integrated data of DNA methylation, cancer-related gene,
mutation and cancer information from public resources, and the CpG Island (CGI) clones
derived from our large-scale sequencing. Interconnections between different data types
were analyzed and presented. Search tool and graphical MethyView are developed to
help users access all the data and data connections and view DNA methylation in context
of genomics and genetics data. The search tool and graphical MethyView are developed
to help users access all the data and data connections and view DNA methylation in
context of genomics and genetics data. As part of the Cancer Epigenomics Project in
China, MethyCancer serves as a platform for sharing data and analytical results from the
Cancer Genome/Epigenome Project in China with colleagues all over the world.

Abbreviations: MethyCancer
Synonyms: database of human DNA Methylation and Cancer
Resource Type: database, data or information resource

Defining Citation: PMID:17890243

Keywords: dna methylation, gene expression, cancer
Related Condition: Cancer

Resource Name: MethyCancer

Resource ID: SCR_013399

Alternate IDs: nif-0000-03120, OMICS_01842



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_013399/resolver
http://methycancer.psych.ac.cn/
https://pubmed.ncbi.nlm.nih.gov/17890243

Old URLs: http://methycancer.genomics.org.cn
Record Creation Time: 20220129T080315+0000

Record Last Update: 20260725T191206+0000

Ratings and Alerts
No rating or validation information has been found for MethyCancer.

No alerts have been found for MethyCancer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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