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National Institute of Allergy and Infectious Diseases

RRID:SCR_012740
Type: Tool

Proper Citation

National Institute of Allergy and Infectious Diseases (RRID:SCR_012740)

Resource Information

URL: http://www.niaid.nih.gov/Pages/default.aspx

Proper Citation: National Institute of Allergy and Infectious Diseases
(RRID:SCR_012740)

Description: NIAID research strives to understand, treat, and ultimately prevent the
myriad infectious, immunologic, and allergic diseases that threaten millions of human
lives. Major areas of investigation: * Acquired Immunodeficiency Syndrome (AIDS) *
Asthma and Allergic Diseases * Biodefense * Emerging and Re-emerging Infectious
Diseases * Enteric Diseases * Fundamental Immunology * Genetics and Transplantation *
Immune-Mediated Diseases * Influenza * Pathogen Genomics * Sexually Transmitted
Infections (STIs) * Vaccine Development * Drug Research and Development *
Antimicrobial Resistance * Minority and Women'"s Health

Abbreviations: NIAID

Synonyms: National Institute of Allergy and Infectious Diseases
Resource Type: institution

Resource Name: National Institute of Allergy and Infectious Diseases
Resource ID: SCR_012740

Alternate IDs: grid.419681.3, nix_inv_1005100, Crossref funder ID: 100000060, Wikidata:
Q3519875, ISNI: 0000 0001 2164 9667

Alternate URLSs: https://ror.org/043z4tv69
Record Creation Time: 20220129T080312+0000

Record Last Update: 20260725T190739+0000

Ratings and Alerts


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_012740/resolver
http://www.niaid.nih.gov/Pages/default.aspx

No rating or validation information has been found for National Institute of Allergy and
Infectious Diseases.

No alerts have been found for National Institute of Allergy and Infectious Diseases.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 184 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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