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Cureline

RRID:SCR_012546
Type: Tool

Proper Citation

Cureline (RRID:SCR_012546)

Resource Information

URL.: http://www.scienceexchange.com/facilities/cureline

Proper Citation: Cureline (RRID:SCR_012546)

Description: Cureline, Inc., is a human biospecimen CRO specializing in human tissue
research projects including study design, regulatory affairs, clinical network management,
specimen collection and analysis, and complete logistics. We collaborate with major
clinical centers in Europe, Asia, and the USA and maintain an extensive biorepository of
human biospecimens in South San Francisco (CA, USA). Our expertise is biomarker
research and diagnostic specimen collection for solid tumors, hematology, inflammation,
cardiovascular conditions, sepsis/infectious diseases, and other indications. Our
translational histology division is a CLIA, GLP laboratory that provides high-end tissue
research services to the biomedical research community including IHC protocol
development, clinical specimens processing and diagnostics, digital pathology, etc. Our
managers have advanced degrees in medicine and/or science, and worked before in
clinical trial operations, research laboratories, healthcare management and international
business development areas.

Abbreviations: Cureline
Synonyms: Cureline Inc.

Resource Type: commercial organization, access service resource, core facility, service
resource

Resource Name: Cureline

Resource ID: SCR_012546

Alternate IDs: SciEx_4563

Record Creation Time: 20220129T080310+0000

Record Last Update: 20260728T043411+0000



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_012546/resolver
http://www.scienceexchange.com/facilities/cureline

Ratings and Alerts
No rating or validation information has been found for Cureline.

No alerts have been found for Cureline.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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