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Texas Advanced Computing Center
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Type: Tool

Proper Citation

Texas Advanced Computing Center (RRID:SCR_012530)

Resource Information

URL.: https://tacc.utexas.edu/

Proper Citation: Texas Advanced Computing Center (RRID:SCR_012530)

Description: Texas Advanced Computing Center (TACC) at The University of Texas at
Austin is one of the leading centers of computational excellence in the United States.
Located on the J.J. Pickle Research Campus, the center""'s mission is to enable
discoveries that advance science and society through the application of advanced
computing technologies. To fulfill this mission, TACC identifies, evaluates, deploys, and
supports powerful computing, visualization, and storage systems and software. TACC staff
help researchers and educators use these technologies effectively, and conduct research
and development to make these technologies more powerful, more reliable, and easier to
use. TACC staff also help encourage, educate, and train the next generation of
researchers, empowering them to make discoveries that change the world.

Abbreviations: TACC

Synonyms: UT Austin Texas Advanced Computing Center (TACC), UT Austin Texas
Advanced Computing Center, University of Texas at Austin Texas Advanced Computing
Center, University of Texas at Austin Texas Advanced Computing Center (TACC)

Resource Type: portal, organization portal, data or information resource
Resource Name: Texas Advanced Computing Center

Resource ID: SCR_012530

Alternate IDs: SciEx_4326

Old URLs: http://www.scienceexchange.com/facilities/texas-advanced-computing-center-
tacc

Record Creation Time: 20220129T080310+0000
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Record Last Update: 20260728T043411+0000

Ratings and Alerts
No rating or validation information has been found for Texas Advanced Computing Center.

No alerts have been found for Texas Advanced Computing Center.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 64 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Donahue MM, et al. (2025) CA2 neurons show abnormal responses to social stimuli in a
rat model of Fragile X syndrome. bioRXxiv : the preprint server for biology.

Goodwin HV, et al. (2025) PPI-ID: Streamlining protein-protein interaction prediction
through domain and SLiM mapping. PLoS computational biology, 21(10), e1013062.
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neurotransmitter release. Proceedings of the National Academy of Sciences of the United
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