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Proper Citation

Nonribosomal Peptides (RRID:SCR_007823)

Resource Information

URL: http://bioinfo.lifl.fr/norine/

Proper Citation: Nonribosomal Peptides (RRID:SCR_007823)

Description: A platform that includes a database of nonribosomal peptides together with
tools for their analysis. Norine currently contains more than 1000 peptides. The name
Norine stands for Nonribosomal peptides, with "ine" as a typical ending of peptide names.
For each peptide, the database stores its structure as well as various annotations such as
the biological activity, producing organisms, bibliographical references and others. The
database can be queried in order to search for peptides through their annotations as well
as through their monomeric structure. In the latter case, the user can specify either the
whole structure or a structural pattern (possibly including "undefined monomers") of the
searched peptide.

Synonyms: NORINE

Resource Type: data or information resource, database

Resource Name: Nonribosomal Peptides

Resource ID: SCR_007823

Alternate IDs: nif-0000-03197

Record Creation Time: 20220129T080243+0000

Record Last Update: 20260729T044213+0000

Ratings and Alerts

No rating or validation information has been found for Nonribosomal Peptides.

No alerts have been found for Nonribosomal Peptides.

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_007823/resolver
http://bioinfo.lifl.fr/norine/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Streptococcus salivarius to the Environment. Genes, 11(9).

Nelkner J, et al. (2019) Genetic Potential of the Biocontrol Agent Pseudomonas
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7, 301.
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