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Proper Citation

G Protein-Coupled Receptor Data Base (RRID:SCR_007419)

Resource Information

URL: https://gpcrdb.org/

Proper Citation: G Protein-Coupled Receptor Data Base (RRID:SCR_007419)

Description: The GPCRDB is a molecular-class information system that collects,
combines, validates and stores large amounts of heterogenous data on G protein-coupled
receptors (GPCRSs). :The GPCRDB contains data on sequences, ligand binding constants
and mutations. In addition, t he system provides computationally derived data such as
multiple sequence alignments, homology models, and a series of query and visualization
tools. :The GPCRDB is designed to be a data storage medium, as well as a tool to aid
biomedical scientists with answering questions by offering a single point of access to
many types of data that are integrated and visualized in a user-friendly way. Although
most parts of the GPCRDB are self-explanatory, if you have not used this resource before
it is adviced that you to take a look at the usage page. Sponsors: This resource is
supported by Organon and Unilever, and the NIH. Keywords: G protein, Coupled,
receptor, Molecular, Heterogenous, Data, Sequence, Ligand, Mutation, Computational,
Software, Alignment, Homology, Model, Visualization, Tool, Biomedical, Scientist,
Integration,

Synonyms: GPCRDB

Resource Type: service resource, database, software resource, storage service
resource, data repository, data or information resource

Keywords: FASEB list

Resource Name: G Protein-Coupled Receptor Data Base
Resource ID: SCR_007419

Alternate IDs: nif-0000-00521

Old URLs: http://www.gpcr.org/7tm/



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_007419/resolver
https://gpcrdb.org/

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260728T043250+0000

Ratings and Alerts

No rating or validation information has been found for G Protein-Coupled Receptor Data
Base.

No alerts have been found for G Protein-Coupled Receptor Data Base.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 175 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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