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Proper Citation

NEIBank (RRID:SCR_007294)

Resource Information

URL: http://neibank.nei.nih.gov

Proper Citation: NEIBank (RRID:SCR_007294)

Description: An integrated resource for genomics and bioinformatics in vision research
including expressed sequence tag (EST) data and sequence-verified cDNA clones for
multiple eye tissues of several species, web-based access to human eye-specific SAGE
data through EyeSAGE, and comprehensive, annotated databases of known human eye
disease genes and candidate disease gene loci. All expression- and disease-related data
are integrated in EyeBrowse, an eye-centric genome browser. NEIBank provides a
comprehensive overview of current knowledge of the transcriptional repertoires of eye
tissues and their relation to pathology. The data can be interrogated in several ways.
Specific gene names can be entered into the search window. Alternatively, regions of the
genome can be displayed. For example, entering two STS markers separated by a
semicolon (e.g. RH18061;RH80175) allows the display of the entire chromosomal region
associated with the mapping of a specific disease locus. ESTs for each tissue can then be
displayed to help in the selection of candidate genes. In addition, sequences can be
entered into a BLAST search and rapidly aligned on the genome, again showing eye
derived ESTs for the same region. To see the same region at the full UCSC site, cut and
paste the location from the position window of the genome browser. EyeBrowse includes a
custom track display SAGE data for human eye tissues derived from the EyeSAGE
project. The track shows the normalized sum of SAGE tag counts from all published eye-
related SAGE datasets centered on the position of each identifiable Unigene cluster. This
indicates relative activity of each gene locus in eye. Clicking on the vertical count bar for a
particular location will bring up a display listing gene details and linking to specific SAGE
counts for each eye SAGE library and comparisons with normalized sums for neural and
non-neural tissues. To view or alter settings for the EyeSAGE track on EyeBrowse, click
on the vertical gray bar at the left of the display. Other custom tracks display known eye
disease genes and mapped intervals for candidate loci for retinal disease, cataract,
myopia and cornea disease. These link back to further information at NEIBank.

Abbreviations: NEIBank



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_007294/resolver
http://neibank.nei.nih.gov

Synonyms: NEI Bank

Resource Type: service resource, data or information resource, data analysis service,
database, production service resource, analysis service resource

Defining Citation: PMID:18648525

Keywords: ear, taste, genetics, cdna, chicken, ciliary body, cornea, fovea, dog, guinea
pig, human, iris, lacrimal gland, lens, mouse, ocular surface system, optic nerve, rabbit,
rat, retina, rpe, choroid, sequence data, trabecular meshwork, whole eye, zebrafish,
library, vision, eye, gene, library, disease, loci, ocular genomics, cdna library, expressed
seguence tag, blast, cataract, cornea, glaucoma, myopia, retinal disease, genomics, eye
tracking device

Related Condition: Eye disease, Cataract, Glaucoma, Myopia, Retinal disease

Funding: NIH Blueprint for Neuroscience Research ;
NEI RO1 EY13315;

NEI RO1 EY11286;

NEI P30EY0054722

Resource Name: NEIBank

Resource ID: SCR_007294

Alternate IDs: nif-0000-00097

Record Creation Time: 20220129T080241+0000

Record Last Update: 20260729T044157+0000

Ratings and Alerts
No rating or validation information has been found for NEIBank.

No alerts have been found for NEIBank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.
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