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Resource Information

URL: http://www.alzgene.org/

Proper Citation: AlzGene: Field Synopsis of Genetic Association Studies in AD
(RRID:SCR_006749)

Description: The AlzGene database provides a comprehensive, unbiased and regularly
updated field synopsis of genetic association studies performed in Alzheimer''s disease. In
addition, hundreds of up-to-date meta-analyses are available for all eligible polymorphisms
with sufficient data. In addition to identifying the epsilon4 allele of APOE and related
effects, we pinpointed over a dozen potential Alzheimer disease susceptibility genes
(ACE, CHRNB2, CST3, ESR1, GAPDHS, IDE, MTHFR, NCSTN, PRNP, PSEN1, TF,
TFAM and TNF) with statistically significant allelic summary odds ratios (ranging from
1.11-1.38 for risk alleles and 0.92-0.67 for protective alleles). Our database provides a
powerful tool for deciphering the genetics of Alzheimer disease, and it serves as a
potential model for tracking the most viable gene candidates in other genetically complex
diseases.

Synonyms: Alzgene, AlzGene database

Resource Type: data or information resource, database

Defining Citation: PMID:17192785

Keywords: FASEB list

Funding: An anonymous donor ;
Cure Alzheimers Fund

Resource Name: AlzGene: Field Synopsis of Genetic Association Studies in AD
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Ratings and Alerts

No rating or validation information has been found for AlzGene: Field Synopsis of Genetic
Association Studies in AD.

No alerts have been found for AlzGene: Field Synopsis of Genetic Association Studies in
AD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 172 mentions in open access literature.
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