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ConnectomeDB

RRID:SCR_004830
Type: Tool

Proper Citation

ConnectomeDB (RRID:SCR_004830)

Resource Information

URL: http://humanconnectome.org/connectome/connectomeDB.html

Proper Citation: ConnectomeDB (RRID:SCR_004830)

Description: Data management platform that houses all data generated by the Human
Connectome Project - image data, clinical evaluations, behavioral data and more.
ConnectomeDB stores raw image data, as well as results of analysis and processing
pipelines. Using the ConnectomeDB infrastructure, research centers will be also able to
manage Connectome-like projects, including data upload and entry, quality control,
processing pipelines, and data distribution. ConnectomeDB is designed to be a data-
mining tool, that allows users to generate and test hypotheses based on groups of
subjects. Using the ConnectomeDB interface, users can easily search, browse and filter
large amounts of subject data, and download necessary files for many kinds of analysis.
ConnectomeDB is designed to work seamlessly with Connectome Workbench, an
interactive, multidimensional visualization platform designed specifically for handling
connectivity data. De-identified data within ConnectomeDB is publicly accessible. Access
to additional data may be available to qualified research investigators. ConnectomeDB is
being hosted on a BlueArc storage platform housed at Washington University through the
year 2020. This data platform is based on XNAT, an open-source image informatics
software toolkit developed by the NRG at Washington University. ConnectomeDB itself is
fully open source.

Abbreviations: ConnectomeDB

Resource Type: service resource, data or information resource, data repository, image
repository, database, image collection, storage service resource

Defining Citation: PMID:22366334

Keywords: brain, connectivity, human, adult human, evaluation, clinical, behavior, data
set, diffusion imaging, resting-state fmri, task-evoked fmri, t1-weighted mri, t2-weighted
mri, structural mapping, myelin mapping, magnetoencephalography,
electroencephalography, fmri, twin



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_004830/resolver
http://humanconnectome.org/connectome/connectomeDB.html
https://pubmed.ncbi.nlm.nih.gov/22366334

Related Condition: Healthy, Twin, Non-twin sibling

Funding: NIH Blueprint for Neuroscience Research ;
Washington University in St. Louis; Missouri; USA ;
McDonnell Center for Systems Neuroscience ;

NIMH 1U54MH091657

Availability: Account required, Open unspecified license, Acknowledgement required,
See Data Use Terms, The community can contribute to this resource

Resource Name: ConnectomeDB

Resource ID: SCR_004830

Alternate IDs: nix_143923

Record Creation Time: 20220129T080226+0000

Record Last Update: 20260729T044107+0000

Ratings and Alerts
No rating or validation information has been found for ConnectomeDB.

No alerts have been found for ConnectomeDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 56 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Nishio M, et al. (2025) Humans have a longer period of cortical maturation across depth
and hierarchy than macaques. PLoS biology, 23(9), e3003378.
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fMRI Artifact: Multiband Artifact Regression in??Simultaneous Slices. Human brain
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Willbrand EH, et al. (2023) Neuroanatomical and functional dissociations between variably
present anterior lateral prefrontal sulci. bioRxiv : the preprint server for biology.
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in medicine, 88(6), 2485.
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mapping, 43(4), 1342.




