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European Bioinformatics Institute

RRID:SCR_004727
Type: Tool

Proper Citation

European Bioinformatics Institute (RRID:SCR_004727)

Resource Information

URL: http://www.ebi.ac.uk/

Proper Citation: European Bioinformatics Institute (RRID:SCR_004727)

Description: Non-profit academic organization for research and services in
bioinformatics. Provides freely available data from life science experiments, performs
basic research in computational biology, and offers user training programme, manages
databases of biological data including nucleic acid, protein sequences, and
macromolecular structures. Part of EMBL.

Abbreviations: EMBL-EBI

Synonyms: EBI, European Molecular Biology Laboratory - European Bioinformatics
Institute

Resource Type: institution

Keywords: organization, academic, bioinformatics, research, service, data,
computational, biology, training, database, DNA, protein

Funding: EMBL member states ;
European Union ;

NIH ;

Wellcome Trust ;

UK Research Councils ;

Industry Programme partners ;
BBSRC

Resource Name: European Bioinformatics Institute

Resource ID: SCR_004727



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_004727/resolver
http://www.ebi.ac.uk/

Alternate IDs: grid.225360.0, Wikidata: Q1341845, ISNI: 0000 0000 9709 7726,
nix_72386

Alternate URLSs: https://ror.org/02catss52
Record Creation Time: 20220129T080226+0000

Record Last Update: 20260808T185821+0000

Ratings and Alerts
No rating or validation information has been found for European Bioinformatics Institute.

No alerts have been found for European Bioinformatics Institute.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3760 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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