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Proper Citation

Schistosoma mansoni Database (RRID:SCR_004341)

Resource Information

URL: http://SchistoDB.net

Proper Citation: Schistosoma mansoni Database (RRID:SCR_004341)

Description: SchistoDB is a genomic database for the parasitic organism Schistosoma
mansoni, one of the major causative agents of schistosomiasis worldwide. It currently
incorporates sequences and annotation for S. mansoni in a single user-friendly database.
Several genomic scale analyses are available as well as ESTs, oligonucleotides,
metabolic pathways and drugs. Make your data available: If you''d like to have your
updates and/or datasets integrated in SchistoDB, drop us an email.

Abbreviations: SchistoDB

Resource Type: service resource, database, storage service resource, data repository,
data or information resource

Defining Citation: PMID:18842636

Keywords: FASEB list

Funding: NIDA 5D43TW007012-03

Resource Name: Schistosoma mansoni Database

Resource ID: SCR_004341

Alternate IDs: nif-0000-03438

Record Creation Time: 20220129T080224+0000

Record Last Update: 20260728T043200+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_004341/resolver
http://SchistoDB.net
https://pubmed.ncbi.nlm.nih.gov/18842636


No rating or validation information has been found for Schistosoma mansoni Database.

No alerts have been found for Schistosoma mansoni Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 36 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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