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Proper Citation

European Mouse Phenotyping Resource of Standardised Screens (RRID:SCR_003087)

Resource Information

URL: http://empress.har.mrc.ac.uk

Proper Citation: European Mouse Phenotyping Resource of Standardised Screens
(RRID:SCR_003087)

Description: Database of validated Standard Operating Procedures (SOPs) for screens
to determine the phenotype of a mouse, developed by the EUMORPHIA consortium. The
SOP's cover all of the main body systems including: clinical chemistry, hormonal and
metabolic systems, cardiovascular, allergy and infection, renal function, sensory function,
neurological and behavioral function, cancer, bone and cartilage, and respiratory function.
In addition, there are generic SOPs in histology, necropsy, pathology and gene
expression. EMPReSS is a platform of individual tests. These can be performed as
individual tests or grouped together in sequences, recommended in the EMPReSS
database, to give more information on particular phenotype. Quick List of Current
Pipelines: * EUMODIC Pipeline 1 * EUMODIC Pipeline 2 * GMC Pipeline * MGP Pipeline *
Additional Tests * EUMODIC Pipeline 3

Abbreviations: EMPReSS

Synonyms: European Mouse Phenotyping Resource of Standardized Screens

Resource Type: narrative resource, data set, data or information resource, standard
specification

Defining Citation: PMID:17905814

Keywords: phenotype, phenotyping, dysmorphology, body weight, blood pressure,
calorimetry, ipgtt, dexa, x-ray, chemistry, clinical, heart weight, tibia length, standard
operating procedure, FASEB list

Availability: Free, Freely available
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Resource Name: European Mouse Phenotyping Resource of Standardised Screens

Resource ID: SCR_003087

Alternate IDs: nif-0000-30492

Alternate URLs: https://academic.oup.com/bioinformatics/article/21/12/2930/268092

Record Creation Time: 20220129T080217+0000

Record Last Update: 20260728T043139+0000

Ratings and Alerts

No rating or validation information has been found for European Mouse Phenotyping
Resource of Standardised Screens.

No alerts have been found for European Mouse Phenotyping Resource of Standardised
Screens.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 78 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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