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Proper Citation

Rice Genome Research Project (RRID:SCR_002268)

Resource Information

URL: http://rgp.dna.affrc.go.jp/E/index.html

Proper Citation: Rice Genome Research Project (RRID:SCR_002268)

Description: Rice Genome Research Program (RGP) is an integral part of the Japanese
Ministry of Agriculture, Forestry and Fisheries (MAFF) Genome Research Project. RGP
now aims to completely sequence the entire rice genome and subsequently to pursue
integrated goals in functional genomics, genome informatics and applied genomics. It is
jointly coordinated by the National Institute of Agrobiological Sciences (NIAS), a
government research institute under MAFF and the Society for Techno-innovation of
Agriculture, Forestry and Fisheries (STAFF), a semi-private research organization
managed and supported by MAFF and a consortium of some twenty Japanese
companies. The research is funded with yearly grants from MAFF and additional funds
from the Japan Racing Association (JRA). It is now the leading member of the
International Rice Genome Sequencing Project (IRGSP), a consortium of ten countries
sharing the sequencing of the 12 rice chromosomes. The IRGSP adopts the clone-by-
clone shotgun sequencing strategy so that each sequenced clone can be associated with
a specific position on the genetic map and adheres to the policy of immediate release of
the sequence data to the public domain. In December 2004, the IRGSP completed the
sequencing of the rice genome. The high-quality and map-based sequence of the entire
genome is now available in public databases.

Synonyms: Rice Genome Research Project

Resource Type: database, data or information resource, topical portal, portal

Defining Citation: PMID:9482829

Keywords: fishery, forestry, functional, genetic, agriculture, chromosome, clone, genome,
genomic, informatic, map, rice, sequence, sequencing, shotgun

Availability: Free, Freely available
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Ratings and Alerts

No rating or validation information has been found for Rice Genome Research Project.

No alerts have been found for Rice Genome Research Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 4 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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535.
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