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Genoscope

RRID:SCR_002172
Type: Tool

Proper Citation

Genoscope (RRID:SCR_002172)

Resource Information

URL: http://www.genoscope.cns.fr/spip/spip.php?lang=en

Proper Citation: Genoscope (RRID:SCR_002172)

Description: French national sequencing center with the following resources: *
Sequencing ** Genoscope Projects * Environmental genomics ** Microbial diversity in
wastewater ** Metabolic genomics * Bioinformatics ** Atelier for comparative genomics **
Computational Systems Biology ** Servers resources *** GGB for Generic Genome
Browser: graphic interface for various databases (sequence, annotation, syntenies...) for a
given organism. *** MaGe for Magnifying Microbial Genomes: annotation system for
microbial genomes.

Abbreviations: Genoscope

Synonyms: Genoscope - Centre National de S?quen?age, Genoscope - French National
Sequencing Center, French National Sequencing Center, Genoscope - Centre National de
Sequencage

Resource Type: institution

Keywords: environmental genomics, biocatalysis, environment, genomics, sequencing,
bioinformatics, biodiversity, blast, blat, ggb, mage, metabolic, whole genome shotgun,
chromosome 3, cdna, chromosome 14, alternative splicing, o??kopleura dioica, mutation,
enzymatic cloning, screening, synteny, data set, genome, sequence, annotation, genome
browser, FASEB list

Availability: Free, Freely available
Resource Name: Genoscope

Resource ID: SCR_002172



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/SCR_002172/resolver
http://www.genoscope.cns.fr/spip/spip.php?lang=en

Alternate IDs: ISNI: 0000 0004 0641 2997, Wikidata: Q3100800, grid.434728.e, nif-0000-
20957

Alternate URLSs: https://ror.org/028pnqf58
Record Creation Time: 20220129T080211+0000

Record Last Update: 20260808T185748+0000

Ratings and Alerts
No rating or validation information has been found for Genoscope.

No alerts have been found for Genoscope.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 165 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Monosporozyma unispora strains isolated from anthropic environments. FEMS yeast
research, 25.
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