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Resource Information

URL: http://cshprotocols.cshlp.org/cgi/collection/behavioral_assays

Proper Citation: Cold Spring Harbor Protocols: Collected Resources - Behavioral Assays
(RRID:SCR_001697)

Description: A bibliography of published Behavioral Assays by Cold Spring Harbor
Protocols. Cold Spring Harbor Protocols is an interdisciplinary journal providing a definitive
source of research methods in cell, developmental and molecular biology, genetics,
bioinformatics, protein science, computational biology, immunology, neuroscience and
imaging. Each monthly issue details multiple essential methods - a mix of cutting-edge
and well-established techniques. Newly commissioned protocols and unsolicited
submissions are supplemented with articles based on Cold Spring Harbor Laboratorys
renowned courses and manuals. All protocols are up-to-date and presented in a
consistent, easy-to-follow format.

Abbreviations: CSH Protocols - Behavioral Assays

Synonyms: Cold Spring Harbor Protocols - Behavioral Assays

Resource Type: bibliography, data or information resource

Keywords: genetics, bioinformatics, cell, computational biology, development, imaging,
immunology, journal, molecular, neuroscience, protein, research, behavioral assay,
behavior, ant, honeybee, learning, courtship, larvae, adult, stress, olfactory, aggression,
sleep, movement, locomotor, circadian, feeding

Availability: Free, Freely Available

Resource Name: Cold Spring Harbor Protocols: Collected Resources - Behavioral
Assays
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Ratings and Alerts

No rating or validation information has been found for Cold Spring Harbor Protocols:
Collected Resources - Behavioral Assays.

No alerts have been found for Cold Spring Harbor Protocols: Collected Resources -
Behavioral Assays.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 108 mentions in open access literature.
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