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Proper Citation

Understanding Human Disease Through Mouse Genetics (RRID:SCR_000785)

Resource Information

URL: http://eumorphia.publicwebserver3.har.mrc.ac.uk/

Proper Citation: Understanding Human Disease Through Mouse Genetics
(RRID:SCR_000785)

Description: A portal documenting a project for the development of novel approaches in
phenotyping, mutagenesis and informatics to improve the characterization of mouse
models for understanding human molecular physiology and pathology. EUMORPHIA has
developed a new robust primary screening platform for determining the phenotype of
mice: EMPReSS - European Mouse Phenotyping Resource for Standardised Screens.
The project is also focused on training new young scientists by funding them to work in a
variety of laboratories to gain a broader swathe of techniques. The project has also
identified the need for more trained mouse pathologists. To address this, they are setting
up training courses in pathology and working at a European level to establish more
training.

Abbreviations: EUMORPHIA

Synonyms: European Union Mouse Research for Public Health and Industrial
Applications

Resource Type: portal, group, training resource, data or information resource

Keywords: european, european union, mouse, gene, phenotype, model, physiology,
molecular, informatics, mutagenesis

Funding: European Union under FP5 from October 2002 until March 2006
Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Understanding Human Disease Through Mouse Genetics
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Ratings and Alerts

No rating or validation information has been found for Understanding Human Disease
Through Mouse Genetics.

No alerts have been found for Understanding Human Disease Through Mouse Genetics.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.
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