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Proper Citation

CRAPome (RRID:SCR_025008)

Resource Information

URL.: https://reprint-apms.org/?q=chooseworkflow

Proper Citation: CRAPome (RRID:SCR_025008)

Description: Database of Mass Spectrometry contaminants and pipeline for Affinity
Purification coupled with Mass Spectrometry analysis. Contaminant repository for affinity
purification mass spectrometry data. Database of standardized negative controls. Used to
identify protein-protein interactions.

Synonyms: CRAPome:Contaminant Repository for Affinity Purification

Resource Type: data or information resource, web service, software resource, data
access protocol, database

Defining Citation: PMID:23921808

Keywords: Mass Spectrometry contaminants, standardized negative controls,
contaminant repository, AP-MS analysis, affinity purification, mass spectrometry data,
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NCI R21 CA16006001A1

Availability: Free, Freely available,

Resource Name: CRAPome

Resource ID: SCR_025008

Alternate URLSs: https://reprint-apms.org/

Record Creation Time: 20240214T050222+0000

Record Last Update: 20260808T190717+0000

Ratings and Alerts
No rating or validation information has been found for CRAPome.

No alerts have been found for CRAPome.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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