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Proper Citation

VSEARCH (RRID:SCR_024494)

Resource Information

URL: https://github.com/torognes/vsearch

Proper Citation: VSEARCH (RRID:SCR_024494)

Description: Software versatile open source tool for metagenomics. Used for processing
and preparing metagenomics, genomics and population genomics nucleotide sequence
data.

Resource Type: software application, software resource, data processing software, data
analysis software

Defining Citation: PMID:27781170

Keywords: processing and preparing metagenomics, genomics and population genomics,
nucleotide sequence data,

Availability: Free, Available for download, Freely available

Resource Name: VSEARCH

Resource ID: SCR_024494

Record Creation Time: 20231002T161336+0000

Record Last Update: 20260728T043709+0000

Ratings and Alerts

No rating or validation information has been found for VSEARCH.

No alerts have been found for VSEARCH.

Data and Source Information

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_024494/resolver
https://github.com/torognes/vsearch
https://pubmed.ncbi.nlm.nih.gov/27781170


Source: SciCrunch Registry

Usage and Citation Metrics

We found 1348 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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LINE-1 Retrotransposons. Clinical cancer research : an official journal of the American
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Bard NW, et al. (2025) Teknonaturalist: A Snakemake Pipeline for Assessing Fungal
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Lei J, et al. (2025) The Gut Microbiota Affects Anti-TNF Responsiveness by Activating the
NAD+ Salvage Pathway in Ulcerative Colitis. Advanced science (Weinheim, Baden-
Wurttemberg, Germany), 12(8), e2413128.

Jiang C, et al. (2025) Two rice cultivars recruit different rhizospheric bacteria to promote
aboveground regrowth after mechanical defoliation. Microbiology spectrum, 13(1),
e0125424.

Tokumaru T, et al. (2025) Effects of sake lees intake on fecal uremic toxins, plasma D-
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sciences, 26(12).
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13(6).

Shabangu KP, et al. (2025) Metagenomic Insights into Pollutants in Biorefinery and Dairy
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Fuel Cells. Bioengineering (Basel, Switzerland), 12(1).

Gallo A, et al. (2025) Perturbations in Microbial Communities at Hydrothermal Vents of
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