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Proper Citation

RNAcentral (RRID:SCR_023115)

Resource Information

URL.: https://rnacentral.org/

Proper Citation: RNAcentral (RRID:SCR_023115)

Description: Non coding RNA sequence database. Comprehensive ncRNA sequence
collection representing all ncRNA types from broad range of organisms.

Resource Type: database, data or information resource

Keywords: non-coding RNA sequences, ncCRNA sequence collection, organisms ncRNA
sequence

Funding: Biotechnology and Biological Sciences Research Council
Availability: Free, Freely available

Resource Name: RNAcentral

Resource ID: SCR_023115

Record Creation Time: 20230116T062750+0000

Record Last Update: 20260808T190443+0000

Ratings and Alerts
No rating or validation information has been found for RNAcentral.

No alerts have been found for RNAcentral.

Data and Source Information

Source: SciCrunch Registry



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_023115/resolver
https://rnacentral.org/
https://scicrunch.org/sawg/rin/sources/SCR_005400

Usage and Citation Metrics
We found 98 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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12(1).

Xu J, et al. (2026) Functionally redundant Rho GTPases Cdc42 and RacA regulate
aflatoxin synthesis and pathogenicity in Aspergillus flavus by controlling morphogenesis,
oxidative balance and energy metabolism. Mycology, 17(1), 2527381.

Parakkunnel R, et al. (2026) Integrative Analysis of InCcRNA-RBP (RNA-Binding Protein)
Regulatory Networks Reveals Molecular Targets for Enhancing Zea mays Resistance to
Aspergillus flavus and Aflatoxin Contamination. International journal of molecular
sciences, 27(5).
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