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University of Ottawa Bioinformatics Core Facility

RRID:SCR_022466
Type: Tool

Proper Citation

University of Ottawa Bioinformatics Core Facility (RRID:SCR_022466)

Resource Information

URL: http://www.ohri.ca/bioinformatics

Proper Citation: University of Ottawa Bioinformatics Core Facility (RRID:SCR_022466)

Description: Core of University of Ottawa and Ottawa Hospital Research Institute.
Provides advice on bioinformatics research design, conduct bioinformatics analysis, and
provide support for grant proposals that involve bioinformatics (including conducting pilot
studies, support/collaboration letters and methodological text). Areas of expertise
include:Analysis of high throughput sequencing data; single cell (Chromium 10x), RNA-
seq (including small RNA), ChiP-seq, ATAC-seq, Hi-C.Large scale analysis integrating
multiple data types.Helps to arrange for analysis of your biological samples with local core
facilities such as StemCore, Proteomics Resource Center, or OHRI Mass Spectrometry
Core Facility. Provides yearly training courses in RNA-seq analysis and Bioinformatics
analysis using R as well as individual training and analysis support on request.

Synonyms: uOttawa - Bioinformatics Core Facility, Ottawa Bioinformatics Core Facility
Resource Type: core facility, access service resource, service resource

Keywords: USEDit, ABRF

Availability: open

Resource Name: University of Ottawa Bioinformatics Core Facility

Resource ID: SCR_022466

Alternate IDs: ABRF_1356

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1356&citation=1

Record Creation Time: 20220603T050143+0000

Record Last Update: 20260808T190659+0000



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_022466/resolver
http://www.ohri.ca/bioinformatics

Ratings and Alerts

No rating or validation information has been found for University of Ottawa Bioinformatics
Core Facility.

No alerts have been found for University of Ottawa Bioinformatics Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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