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University of North Carolina at Chapel Hill Flow
Cytometry Core Facility

RRID:SCR_019170
Type: Tool

Proper Citation

University of North Carolina at Chapel Hill Flow Cytometry Core Facility
(RRID:SCR_019170)

Resource Information

URL: https://www.med.unc.edu/flowcytometry/

Proper Citation: University of North Carolina at Chapel Hill Flow Cytometry Core Facility
(RRID:SCR_019170)

Description: Core provides flow cytometry services to UNCCH research community as
well as to others in Research Triangle Park area.Provides help with experimental design,
sample acquisition, data analysis, and sorting, training to run analyzers independently at
reduced cost, guidance about rigor and reproducibility in all aspects of experimental
design, data acquisition, analysis and reporting.

Abbreviations: FlowCore

Synonyms: , UNC School of Medicine Flow Cytometry Core Facility, UNC Flow
Cytometry Core Facility

Resource Type: core facility, access service resource, service resource

Keywords: flow cytometry service, data acquisition, data analysis, cell sorting, ABRF
Resource Name: University of North Carolina at Chapel Hill Flow Cytometry Core Facility
Resource ID: SCR_019170

Alternate IDs: ABRF_606, SciEx_9348, SCR_010999

Alternate URLSs: https://coremarketplace.org/?FacilitylD=606

Record Creation Time: 20220129T080343+0000

Record Last Update: 20260808T190655+0000
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Ratings and Alerts

No rating or validation information has been found for University of North Carolina at
Chapel Hill Flow Cytometry Core Facility.

No alerts have been found for University of North Carolina at Chapel Hill Flow Cytometry
Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 59 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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