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Proper Citation

CFTR2 (RRID:SCR_019078)

Resource Information

URL: https://cftr2.org/

Proper Citation: CFTR2 (RRID:SCR_019078)

Description: International initiative led by team of researchers and clinicians and
supported by the US Cystic Fibrosis Foundation that seeks to provide complete, advanced
and expert reviewed functional and clinical information on CFTR mutations. Provides
information for patients, researchers, and general public about specific variants. For each
variant or variant combination included in database, website will provide information about
whether variant or variant combination is CF-causing, and information about sweat
chloride, lung function, pancreatic status, and Pseudomonas infection rate in patients in
CFTR2 database with this variant or variant combination.

Synonyms: Clinical and Functional TRanslation of CFTR, cftr2, Clinical and Functional
TRanslation 2

Resource Type: data or information resource, topical portal, database, portal, disease-
related portal

Keywords: CF gene, cystic fibrosis gene, functional testing, CFTR2 variant, data, CFTR
mutations, clinical information, , FASEB list

Related Condition: cystic fibrosis
Availability: Free, Freely available
Resource Name: CFTR2
Resource ID: SCR_019078

License URLSs: https://cftr2.org/sites/default/files/Legal-Terms-Conditions-CFTR2.pdf,
https://cftr2.org/sites/default/files/Privacy-Policy-CFTR2.pdf

Record Creation Time: 20220129T080343+0000
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Record Last Update: 20260808T190120+0000

Ratings and Alerts
No rating or validation information has been found for CFTR2.

No alerts have been found for CFTR2.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 174 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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