
Resource Summary Report

Generated by SPARC SAWG on Jul 31, 2026

FALCON
RRID:SCR_018804
Type: Tool

Proper Citation

FALCON (RRID:SCR_018804)

Resource Information

URL: http://protein.ict.ac.cn/FALCON/

Proper Citation: FALCON (RRID:SCR_018804)

Description: Web tool as high throughput protein structure prediction service. High
throughput server for protein structure prediction.

Synonyms: FALCON@home

Resource Type: service resource, data access protocol, software resource, web service,
production service resource, analysis service resource

Keywords: Protein structure, protein structure prediction, simulation, 3D structure,
protein, high throughput protein, structure prediction

Availability: Restricted

Resource Name: FALCON

Resource ID: SCR_018804

Record Creation Time: 20220129T080342+0000

Record Last Update: 20260731T043039+0000

Ratings and Alerts

No rating or validation information has been found for FALCON.

No alerts have been found for FALCON.

Data and Source Information

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_018804/resolver
http://protein.ict.ac.cn/FALCON/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 428 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Weissensteiner MH, et al. (2025) Combining Individual-Based Radio-Tracking With
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Morisaki S, et al. (2025) Dendritic cell-derived exosomes induce monocyte antigen-
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immunology, 16, 1565696.

Akter Y, et al. (2025) Combining nanobody labeling with STED microscopy reveals input-
specific and layer-specific organization of neocortical synapses. PLoS biology, 23(4),
e3002649.
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Gu C, et al. (2025) Long-read genome sequencing reveals the sequence characteristics of
pear self-incompatibility locus. Molecular horticulture, 5(1), 13.
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defence against herbivores in Brassicales. Nature plants, 11(3), 483.
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with cardiac dysfunction in biopsy-proven transthyretin amyloid cardiomyopathy using
quantitative single-photon emission computed tomography/computed tomography: a
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Wang Z, et al. (2025) Screening and mechanistic study of natural compounds that
enhance T cell anti-tumor effects post-heat treatment. Frontiers in immunology, 16,
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