
Resource Summary Report

Generated by SPARC SAWG on Aug 9, 2026

Mesquite
RRID:SCR_017994
Type: Tool

Proper Citation

Mesquite (RRID:SCR_017994)

Resource Information

URL: https://www.mesquiteproject.org/

Proper Citation: Mesquite (RRID:SCR_017994)

Description: Software tool as modular system for evolutionary analysis. Software for
evolutionary biology, designed to organize and analyze comparative data about
organisms. Its emphasis is on phylogenetic analysis, but some of its modules concern
population genetics, while others do non-phylogenetic multivariate analysis. Analyses
available depend on modules installed. Comes with many packages already installed.

Synonyms: Mesquite 3.04, Mesquite 3.61

Resource Type: software resource, software application, data analysis software, data
processing software

Keywords: Modular, evolutionary, analysis, organize, comparative data, organism,
phylogenetic, population genetic, non-pylogenetic

Funding: NSF DEB 1258220;
David and Lucile Packard Foundation ;
NSERC Discovery grant ;
NSF

Availability: Free, Available for download, Freely available

Resource Name: Mesquite

Resource ID: SCR_017994

Alternate URLs: https://sources.debian.org/src/mesquite/

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260808T190056+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017994/resolver
https://www.mesquiteproject.org/


Ratings and Alerts

No rating or validation information has been found for Mesquite.

No alerts have been found for Mesquite.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 183 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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the small Late Triassic pseudosuchian reptile Gracilisuchus stipanicicorum (Archosauria:
Gracilisuchidae). Journal of anatomy, 248(6), 1026.

Verrico B, et al. (2026) Brachypodium HISTONE DEACETYLASE 19.1 promotes yield,
flowering, and freezing tolerance at the expense of drought tolerance. BMC plant biology,
26(1).

Deng X, et al. (2026) Comparative plastome analyses reveal life-form-associated selection
signatures in Orchidaceae. BMC plant biology, 26(1).

Xu Y, et al. (2026) Streptomyces produce a diphtheria toxin-like exotoxin that targets
insects. Nature microbiology, 11(5), 1271.
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niche-driven radiation of the temperate tribe Polygoneae (Polygonaceae). Frontiers in
plant science, 17, 1792990.

Delgado-Suarez EJ, et al. (2026) Emergence of multidrug-resistant blaCTX-M-
65/gyrA_D87Y clones among the circulating Salmonella Infantis population in Mexico.
Microbial genomics, 12(2).
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maturing soybean varieties. Vavilovskii zhurnal genetiki i selektsii, 30(2), 205.
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fungi (Basel, Switzerland), 12(5).
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spp. mexicana) Rhizosphere Exhibit Potential Plant Growth-Promoting and Antagonistic
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Functional Traits. Journal of fungi (Basel, Switzerland), 12(6).
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Agroatheliarolfsii, Ceratobasidiumpapillatum, Pyrenopezizabrassicae,
Neopestalotiopsismacadamiae, Sphaerellopsisfilum and genomic resources for
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Elatostema. BMC plant biology, 25(1), 537.
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bovis in Great Britain to aid control of bovine tuberculosis. Frontiers in microbiology, 16,
1515906.
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phylogenetic diversity of root fungal endophytes. FEMS microbiology letters, 372.
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arboreal rodents of the genus Oecomys. Scientific reports, 15(1), 6111.

von Baczko MB, et al. (2025) Biomechanical modeling of musculoskeletal function related
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