Resource Summary Report

Generated by SPARC SAWG on Aug 9, 2026

Stanford University Vincent Coates Foundation
Mass Spectrometry Laboratory Core Facility

RRID:SCR_017801
Type: Tool

Proper Citation

Stanford University Vincent Coates Foundation Mass Spectrometry Laboratory Core
Facility (RRID:SCR_017801)

Resource Information

URL: http://mass-spec.stanford.edu

Proper Citation: Stanford University Vincent Coates Foundation Mass Spectrometry
Laboratory Core Facility (RRID:SCR_017801)

Description: Core mass spec and proteomic services include open access lab for trained
users with GC/MS, LC/MS, high resolution LC/MS, and MALDI-TOF instruments, help with
intact protein analysis, targeted quantitation, drug discovery support, pathway analysis,
protein interactions, FFPE tissue analysis, both labeled and label-free proteomics, and
more. Please contact SUMS to discuss these and other custom projects including new
application development.

Synonyms: Vincent Coates Foundation Mass Spectrometry Laboratory
Resource Type: core facility, access service resource, service resource

Keywords: Mass, spectrometry, proteomics, training, analysis, targeted, quantitation,
drug, discovery, pathway, protein, interaction, service, USEDit, ABRF

Funding: Vincent and Stella Coates ;
NCI CA124435;

NIH S10 RR027425;

NIH S10 OD026962

Availability: Open

Resource Name: Stanford University Vincent Coates Foundation Mass Spectrometry
Laboratory Core Facility

Resource ID: SCR_017801



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017801/resolver
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017801/resolver
http://mass-spec.stanford.edu

Alternate IDs: ABRF_489
Alternate URLSs: https://coremarketplace.org/?FacilitylD=489
Record Creation Time: 20220129T080337+0000

Record Last Update: 20260808T190647+0000

Ratings and Alerts

No rating or validation information has been found for Stanford University Vincent Coates
Foundation Mass Spectrometry Laboratory Core Facility.

No alerts have been found for Stanford University Vincent Coates Foundation Mass
Spectrometry Laboratory Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 117 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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