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University of Delaware CBCB Bioinformatics Data
Science Core Facility

RRID:SCR_017696
Type: Tool

Proper Citation

University of Delaware CBCB Bioinformatics Data Science Core Facility
(RRID:SCR_017696)

Resource Information

URL: https://core.bioinformatics.udel.edu

Proper Citation: University of Delaware CBCB Bioinformatics Data Science Core Facility
(RRID:SCR_017696)

Description: CBCB Bioinformatics Data Science Core builds upon infrastructure of the
Center for Bioinformatics and Computational Biology. Delaware Biotechnology Institute ,
Delaware Data Science Institute, and Protein Information Resource. Core helps with
planning your research or analyzing your current data. Services:Consultation and
Collaboration, Proposal Assistance, Training, Bioinformatics Software, Computational
Hardware, Database and Web Services, Next Gen Analysis, Custom Analysis.

Synonyms: Center for Bioinformatics and Computational Biology Bioinformatics Core,
CBCB Bioinformatics Core

Resource Type: core facility, access service resource, service resource

Keywords: ABRF, USEDit, CBCB, Bioinformatics, core, Delaware, Biotechnology,
Institute, data, analyzing, service, data science

Funding: NIGMS P20GM103446;
NIH Office of the Director S100D028725

Availability: Open
Resource Name: University of Delaware CBCB Bioinformatics Data Science Core Facility
Resource ID: SCR_017696

Alternate IDs: SCR_017712, ABRF_82
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Record Creation Time: 20220129T080336+0000

Record Last Update: 20260808T190637+0000

Ratings and Alerts

No rating or validation information has been found for University of Delaware CBCB
Bioinformatics Data Science Core Facility.

No alerts have been found for University of Delaware CBCB Bioinformatics Data Science
Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 46 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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19(2).
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