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Proper Citation

Accessible Resource for Integrated Epigenomics Studies (RRID:SCR_017492)

Resource Information

URL: http://www.ariesepigenomics.org.uk/

Proper Citation: Accessible Resource for Integrated Epigenomics Studies
(RRID:SCR_017492)

Description: Portal for epigenomic information on range of human tissues, including DNA
methylation data on peripheral blood at multiple time points across lifecourse. Provides
web interface to browse methylation variation between groups of individuals and across
time.

Synonyms: ARIES

Resource Type: data or information resource, web service, software resource, data
access protocol, topical portal, portal

Defining Citation: PMID:25991711

Keywords: Epigenomic, human, tissue, DNA, methylation, data, peripheral, blood

Funding: BBSRC ;
Medical Research Council ;
Wellcome Trust ;
University of Bristol

Availability: Free, Freely available

Resource Name: Accessible Resource for Integrated Epigenomics Studies

Resource ID: SCR_017492

Alternate URLs: http://www.bristol.ac.uk/alspac/

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017492/resolver
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017492/resolver
http://www.ariesepigenomics.org.uk/
https://pubmed.ncbi.nlm.nih.gov/25991711


Record Creation Time: 20220129T080335+0000

Record Last Update: 20260808T190110+0000

Ratings and Alerts

No rating or validation information has been found for Accessible Resource for Integrated
Epigenomics Studies.

No alerts have been found for Accessible Resource for Integrated Epigenomics Studies.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 50 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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