
Resource Summary Report

Generated by SPARC SAWG on Aug 9, 2026

3D de novo assembly
RRID:SCR_017227
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Proper Citation

3D de novo assembly (RRID:SCR_017227)

Resource Information

URL: https://github.com/theaidenlab/3d-dna.git

Proper Citation: 3D de novo assembly (RRID:SCR_017227)

Description: Software tool as 3D de novo assembly (3D DNA) pipeline. Used to help
generate HI-C assembly.

Resource Type: software resource, software application, data analysis software, data
processing software

Defining Citation: DOI:10.1126/science.aal3327

Keywords: de novo, assembly, 3D, DNA, HI-C, data, scaffold, pipeline, chromosome,
genome

Availability: Free, Available for download, Freely available

Resource Name: 3D de novo assembly

Resource ID: SCR_017227

License: MIT License

Record Creation Time: 20220129T080334+0000

Record Last Update: 20260808T190105+0000

Ratings and Alerts

No rating or validation information has been found for 3D de novo assembly.

No alerts have been found for 3D de novo assembly.

Data and Source Information

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017227/resolver
https://github.com/theaidenlab/3d-dna.git
https://dx.doi.org/10.1126/science.aal3327


Source: SciCrunch Registry

Usage and Citation Metrics

We found 42 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .

Mao C, et al. (2026) Chromosome-level genome assembly and transcriptomes of the leaf
insect Cryptophyllium westwoodii provide insights into the evolution of leaf-like
masquerade. GigaScience, 15.

Schlebusch SA, et al. (2026) Sex chromosome turnover and structural genome
divergence shape meiotic outcomes in hybridizing Cobitis. GigaScience, 15.

Wang Z, et al. (2025) A high-quality assembly revealing the PMEL gene for the unique
plumage phenotype in Liancheng ducks. GigaScience, 14.

Yuan J, et al. (2025) A telomere-to-telomere genome assembly of koi carp (Cyprinus
carpio) using long reads and Hi-C technology. GigaScience, 14.

Jiang M, et al. (2025) The telomere-to-telomere gap-free reference genome and
taxonomic reassessment of Siniperca roulei. GigaScience, 14.

Zhou Y, et al. (2025) Telomere-to-telomere genome and resequencing of 231 individuals
reveal evolution, genomic footprints in Asian icefish, Protosalanx chinensis. GigaScience,
14.

Wang ZF, et al. (2025) Chromosome-scale assemblies of three Ormosia species:
repetitive sequences distribution and structural rearrangement. GigaScience, 14.

Liu H, et al. (2025) A telomere-to-telomere gapless genome reveals SlPRR1 control of
circadian rhythm and photoperiodic flowering in tomato. GigaScience, 14.

Zhou Y, et al. (2025) Telomere-to-telomere genome and resequencing of 254 individuals
reveal evolution, genomic footprints in Asian icefish, Protosalanx chinensis. GigaScience,
14.

Liu C, et al. (2025) A chromosome-scale genome assembly of the pioneer plant
Stylosanthes angustifolia: insights into genome evolution and drought adaptation.
GigaScience, 14.

Bian C, et al. (2025) Telomere-to-telomere chromosome-scale genome assemblies of
black and golden koi carp variants support construction of an ancient karyotype of
Cypriniformes. GigaScience, 14.

Wang Y, et al. (2025) Telomere-to-telomere genome of common bean (Phaseolus vulgaris
L., YP4). GigaScience, 14.

Liu F, et al. (2025) The telomere-to-telomere gapless genome of grass carp provides
insights for genetic improvement. GigaScience, 14.

https://scicrunch.org/sawg/rin/sources/SCR_005400
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_017227/resolver/mentions


Jiang D, et al. (2025) The telomere-to-telomere genome of flowering cherry (Prunus
campanulata) reveals genomic evolution of the subgenus Cerasus. GigaScience, 14.

Lan T, et al. (2025) Enhancing inbreeding estimation and global conservation insights
through chromosome-level assemblies of the Chinese and Malayan pangolin.
GigaScience, 14.

Lau NS, et al. (2025) Comparative genomics and multiomics analyses reveal the evolution
and physiological basis of rubber biosynthesis in Hevea species. GigaScience, 14.

Souza-Borges CH, et al. (2024) De novo assembly and characterization of a highly
degenerated ZW sex chromosome in the fish Megaleporinus macrocephalus.
GigaScience, 13.

Yin D, et al. (2024) Telomere-to-telomere gap-free genome assembly of the endangered
Yangtze finless porpoise and East Asian finless porpoise. GigaScience, 13.

Pu Y, et al. (2024) A high-quality chromosomal genome assembly of the sea cucumber
Chiridota heheva and its hydrothermal adaptation. GigaScience, 13.

Ferguson S, et al. (2024) Exploring the role of polymorphic interspecies structural variants
in reproductive isolation and adaptive divergence in Eucalyptus. GigaScience, 13.


