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Proper Citation

scran (RRID:SCR_016944)

Resource Information

URL: https://bioconductor.org/packages/release/bioc/html/scran.html

Proper Citation: scran (RRID:SCR_016944)

Description: Software package for low-level analyses of single-cell RNA-seq data. Used
for quality control, data exploration and normalization, cell cycle phase assignment,
identification of highly variable and correlated genes, clustering into subpopulations and
marker gene detection.

Abbreviations: SCRAN

Synonyms: Single-Cell Rna-seq data ANalysis, SCRAN

Resource Type: software resource, software application, data analysis software, data
processing software

Defining Citation: PMID:27909575

Keywords: low, level, analysis, scRNA-seq, data, normalization, cell, cycle, phase, gene,
variable, correlation, cluster, subpopulation, marker, bio.tools

Funding: Cancer Research UK ;
National Health and Medical Research Council of Australia ;
EMBL

Availability: Free, Available for download, Freely available

Resource Name: scran

Resource ID: SCR_016944

Alternate IDs: biotools:scran

Alternate URLs: https://bio.tools/scran

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_016944/resolver
https://bioconductor.org/packages/release/bioc/html/scran.html
https://pubmed.ncbi.nlm.nih.gov/27909575


License: GPL 3

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260808T190039+0000

Ratings and Alerts

No rating or validation information has been found for scran.

No alerts have been found for scran.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 100 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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e16348.
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15.
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signatures across the Alzheimer disease continuum. Neuron, 113(9), 1363.
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hematopoiesis is associated with attenuated response to inflammation and aging. Cell
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