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The Human BioMolecular Atlas Program

RRID:SCR_016922
Type: Tool

Proper Citation

The Human BioMolecular Atlas Program (RRID:SCR_016922)

Resource Information

URL: https://commonfund.nih.gov/hubmap

Proper Citation: The Human BioMolecular Atlas Program (RRID:SCR_016922)

Description: Project to facilitate research on single cells within tissues by supporting data
generation and technology development to explore the relationship between cellular
organization and function, as well as variability in normal tissue organization at the level of
individual cells. Framework for functional mapping the human body with cellular
resolution.Designed to support diverse spatial and non-spatial omics and imaging data
types and to integrate with a wide range of analysis workflows.

Abbreviations: HUBMAP

Synonyms: Human BioMolecular Atlas Program, HuBMAP, The Human BioMolecular
Atlas Program, NIH HUBMAP

Resource Type: project portal, data or information resource, portal, funding resource

Keywords: organism, cell, tissue, data, generation, technology, organization, functional,
mapping, human, body

Funding: NIH
Resource Name: The Human BioMolecular Atlas Program
Resource ID: SCR_016922

Alternate URLSs: https://humanatlas.io/omap, https://avr.hubmapconsortium.org/,
https://commonfund.nih.gov/HUBMAP, https://zenodo.org/records/5244551

Record Creation Time: 20220129T080332+0000

Record Last Update: 20260729T044426+0000

Ratings and Alerts


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_016922/resolver
https://commonfund.nih.gov/hubmap

No rating or validation information has been found for The Human BioMolecular Atlas
Program.

No alerts have been found for The Human BioMolecular Atlas Program.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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preprint server for biology.
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communications, 14(1), 4140.
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