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OmicsBean

RRID:SCR_016322
Type: Tool

Proper Citation

OmicsBean (RRID:SCR_016322)

Resource Information

URL: http://www.omicsbean.cn

Proper Citation: OmicsBean (RRID:SCR_016322)

Description: Software tool for multi-omics data analysis that can perform complex and
personalized analysis. Network regulation and molecular mechanism models can be
customized according to the requirements of the users.

Resource Type: software resource, software application, data analysis software, data
analytics software, data processing software

Keywords: GeneForHealth Biotech Inc (GFK), data, analysis, genome, proteome,
metabolome, network, molecular, mechanism, model, collect, store, analytic, multi, omic

Availability: Commercially available, Demo available
Resource Name: OmicsBean

Resource ID: SCR_016322

License URLs: http://www.omicsbean.cn/license/
Record Creation Time: 20220129T080330+0000

Record Last Update: 20260808T190030+0000

Ratings and Alerts
No rating or validation information has been found for OmicsBean.

No alerts have been found for OmicsBean.

Data and Source Information


https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_016322/resolver
http://www.omicsbean.cn

Source: SciCrunch Registry

Usage and Citation Metrics
We found 189 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Microbiome, 14(1).

Xiong F, et al. (2025) Proteomic Study Between Interstitial Channels Along Meridians and
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Li W, et al. (2025) Transcriptional regulatory factor AHA_ 4052 regulates aminoglycoside
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Wu P, et al. (2025) Distinct immune signatures for predicting the immunotherapy efficacy
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immunotherapy : Cll, 74(2), 47.
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Liu X, et al. (2025) Muscone Attenuates Uveitis Through the PI3K/AKT Signaling Pathway.
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Chen L, et al. (2025) Proteomic Screening for Cellular Targets of the Duck Enteritis Virus
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the Virus. International journal of molecular sciences, 26(18).
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Autoantibody-Positive Neurodegenerative Dementia. Neurology and therapy, 14(6), 2605.
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lesions of gastric cancer: global knowledge mapping and emerging trends based on
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Rao J, et al. (2025) Multi-omics study of the anti-colorectal cancer mechanisms of
formononetin in Hedysari Radix. Frontiers in pharmacology, 16, 1649691.
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growing Saccharomyces cerevisiae. mBio, 15(2), e0319623.

Qiu Y, et al. (2024) Identification of host proteins interacting with the E protein of porcine
epidemic diarrhea virus. Frontiers in microbiology, 15, 1380578.

Mao X, et al. (2024) Integrated analysis reveals critical cisplatin-resistance regulators
E2F7 contributed to tumor progression and metastasis in lung adenocarcinoma. Cancer
cell international, 24(1), 173.
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affect viral replication. Frontiers in veterinary science, 11, 1417348.

Wang HY, et al. (2024) Comprehensive analysis of the gut microbiome and post-
translational modifications elucidates the route involved in microbiota-host interactions.
Zoological research, 45(1), 95.

Song X, et al. (2024) The role of moesin in diagnosing and assessing severity of
lymphangioleiomyomatosis. Respiratory research, 25(1), 57.
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