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RRID:SCR_016170
Type: Tool

Proper Citation

CATNAP (RRID:SCR_016170)

Resource Information

URL: https://www.hiv.lanl.gov/catnap

Proper Citation: CATNAP (RRID:SCR_016170)

Description: Analyze a database of HIV-1 IC50 and IC80 neutralization data from
publicly-available sources, in conjunction with HIV-1 Envelope sequences. Access to an
extensive databases of information about neutralizing antibodies and viruses used in
published neutralization studies. Tool interfaces also allow input and analysis of user data.
PMID: 26044712, THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 16,2025.

Synonyms: CATNAP - Compile Analyze and Tally Neutralizing Antibody Panels

Resource Type: data processing software, software application, data analysis software,
software resource

Defining Citation: PMID:26044712

Keywords: database, analysis,

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: CATNAP

Resource ID: SCR_016170

Record Creation Time: 20220129T080329+0000

Record Last Update: 20260731T043000+0000

Ratings and Alerts

No rating or validation information has been found for CATNAP.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_016170/resolver
https://www.hiv.lanl.gov/catnap
https://pubmed.ncbi.nlm.nih.gov/26044712

No alerts have been found for CATNAP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 49 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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