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Alliance of Genome Resources

RRID:SCR_015850
Type: Tool

Proper Citation

Alliance of Genome Resources (RRID:SCR_015850)

Resource Information

URL: http://www.alliancegenome.org/

Proper Citation: Alliance of Genome Resources (RRID:SCR_015850)

Description: Organization that aims to develop and maintain sustainable genome
information resources to promote understanding of the genetic and genomic basis of
human biology, health, and disease. The Alliance is composed of FlyBase, Mouse
Genome Database (MGD), the Gene Ontology Consortium (GOC), Saccharomyces
Genome Database (SGD), Rat Genome Database (RGD), WormBase, and the Zebrafish
Information Network (ZFIN).

Synonyms: The Alliance

Resource Type: data or information resource, access service resource, consortium,
service resource, portal, organization portal

Keywords: gene ontology, human biology, genome, organism model, gene ontology
consortium, FASEB list, DRKB

Funding: NHGRI U41HG02223E;
NIH HG010859

Resource Name: Alliance of Genome Resources
Resource ID: SCR_015850
Record Creation Time: 20220129T080327+0000

Record Last Update: 20260808T190026+0000

Ratings and Alerts

No rating or validation information has been found for Alliance of Genome Resources .



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_015850/resolver
http://www.alliancegenome.org/

No alerts have been found for Alliance of Genome Resources .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 87 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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