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Proper Citation

DESeq2 (RRID:SCR_015687)

Resource Information

URL: https://bioconductor.org/packages/release/bioc/html/DESeq2.html

Proper Citation: DESeq2 (RRID:SCR_015687)

Description: Software package for differential gene expression analysis based on the
negative binomial distribution. Used for analyzing RNA-seq data for differential analysis of
count data, using shrinkage estimation for dispersions and fold changes to improve
stability and interpretability of estimates.

Resource Type: software tool, software resource, software application, data analysis
software, data processing software

Keywords: differential, gene, expression, analysis, binominal, distribution, RNA-seq data,
Bioconductor, bio.tools

Funding: International Max Planck Research School for Computational Biology and
Scientific Computing ;
NCI T32 CA009337;
European Union???s 7th Framework Programme

Availability: Free, Available for download, Freely available

Resource Name: DESeq2

Resource ID: SCR_015687

Alternate IDs: biotools:deseq2

Alternate URLs: https://github.com/mikelove/DESeq2, https://bio.tools/deseq2

License: LGPL

Record Creation Time: 20220129T080327+0000

Record Last Update: 20260808T190238+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_015687/resolver
https://bioconductor.org/packages/release/bioc/html/DESeq2.html


Ratings and Alerts

No rating or validation information has been found for DESeq2.

No alerts have been found for DESeq2.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 50789 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Herbrich S, et al. (2026) TET2-mutant clonal hematopoiesis enhances macrophage
antigen presentation and improves immune checkpoint therapy in solid tumors. Cancer
cell, 44(1), 187.
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glial cell activation and chronic neuropathic pain. Cell reports, 45(2), 116899.
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and elicits antitumor immunity in pancreatic cancer. Cell reports. Medicine, 7(2), 102613.
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fungal infections. Cell reports, 45(4), 117140.


