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Proper Citation

MS-GF+ (RRID:SCR_015646)

Resource Information

URL: https://omics.pnl.gov/software/ms-gf

Proper Citation: MS-GF+ (RRID:SCR_015646)

Description: Software that performs peptide identification by scoring MS/MS spectra
against peptides derived from a protein sequence database.

Synonyms: MSGF+, MSGFPlus

Resource Type: software resource

Defining Citation: PMID:25358478

Keywords: protein idenitification, peptide sequence, ms, ms spectrum, proteomic,
bio.tools, FASEB list

Funding: NCRR RR018522;
NCRR 1-P41-RR024851;
NIAID ;
W.R. Wiley Environmental Molecular Science Laboratory

Availability: Free, Available for download, Acknowledgment requested

Resource Name: MS-GF+

Resource ID: SCR_015646

Alternate IDs: biotools:ms-gf

Alternate URLs: https://github.com/sangtaekim/msgfplus, https://bio.tools/ms-gf

Record Creation Time: 20220129T080326+0000

Record Last Update: 20260808T190024+0000

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_015646/resolver
https://omics.pnl.gov/software/ms-gf
https://pubmed.ncbi.nlm.nih.gov/25358478


Ratings and Alerts

No rating or validation information has been found for MS-GF+.

No alerts have been found for MS-GF+.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 159 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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reveals plastid mitochondrial metabolic convergence and antimicrobial peptides. Plant
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Butkovich LV, et al. (2025) Untargeted GC-MS Metabolic Profiling of Anaerobic Gut Fungi
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post-translationally modified Gcn5-related N-acetyltransferase. Biochemical and
biophysical research communications, 748, 151299.
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Geng Z, et al. (2025) The Open Pediatric Cancer Project. GigaScience, 14.

Liao SC, et al. (2025) CHCHD2 mutant mice link mitochondrial deficits to PD
pathophysiology. Science advances, 11(46), eadu0726.
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