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Proper Citation

DOGMA (RRID:SCR_015060)

Resource Information

URL: https://dogma.ccbb.utexas.edu/

Proper Citation: DOGMA (RRID:SCR_015060)

Description: Web-based annotation tool for plant chloroplasts and animal mitochondrial
genomes. DOGMA allows the use of BLAST searches against a custom database, and
conservation of basepairing in the secondary structure of animal mitochondrial tRNAs to
identify and annotate genes.

Synonyms: Dual Organellar GenoMe Annotator, Dual Organellar GenoMe Annotator
(DOGMA)

Resource Type: web application, software resource

Defining Citation: PMID:15180927

Keywords: chloroplast, mitochondria, genome annotation, bio.tools, FASEB list

Availability: Freely available

Resource Name: DOGMA

Resource ID: SCR_015060

Alternate IDs: biotools:DOGMA

Alternate URLs: https://bio.tools/DOGMA

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260808T190034+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_015060/resolver
https://dogma.ccbb.utexas.edu/
https://pubmed.ncbi.nlm.nih.gov/15180927


No rating or validation information has been found for DOGMA.

No alerts have been found for DOGMA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 428 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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Chen Y, et al. (2024) Chloroplast genome data of five Amygdalus species: Clarifying
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comparative analysis. Scientific reports, 14(1), 4006.

Li Z, et al. (2024) Whole Mitochondrial Genome Sequencing and Phylogenetic Tree
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