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Proper Citation

GABI-KAT (RRID:SCR_012751)

Resource Information

URL: http://www.GABI-Kat.de

Proper Citation: GABI-KAT (RRID:SCR_012751)

Description: GABI-Kat is a database of flanking sequence tags (FSTs) from T-DNA
mutagenised A. thaliana plants. Over time, an increasing number of lines will become
available from NASC. The "show sequence" page of SimpleSearch will display if a GABI-
Kat line for a given FST has already been donated to NASC. Lines that have so far not
been regrown and confirmed are only available from GABI-Kat directly. We have used four
vectors: pAC106 (GenBank:AJ537513), pAC161 (GenBank:AJ537514), pGABI1
(GenBank:AY529716) and pADIS1 (GenBank:AY529717). Sequence and overview map
data of all vectors are available from the download page. Features of interest which are
not included in the map should be deduced from the sequence. For a specified line, the
vector is displayed in the "Show Sequence" page of SimpleSearch.

Synonyms: GABI-KAT

Resource Type: database, data or information resource

Keywords: a. thaliana, a. thaliana genome, mutagen, plant genome, FASEB list

Resource Name: GABI-KAT

Resource ID: SCR_012751

Alternate IDs: nif-0000-02865

Record Creation Time: 20220129T080312+0000

Record Last Update: 20260808T190423+0000

Ratings and Alerts

https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_012751/resolver
http://www.GABI-Kat.de


No rating or validation information has been found for GABI-KAT.

No alerts have been found for GABI-KAT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 56 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .
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