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UTHealth Laboratory for Developmental Biology

RRID:SCR_012259
Type: Tool

Proper Citation

UTHealth Laboratory for Developmental Biology (RRID:SCR_012259)

Resource Information

URL: http://www.scienceexchange.com/facilities/the-laboratory-for-developmental-biology

Proper Citation: UTHealth Laboratory for Developmental Biology (RRID:SCR_012259)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on April 22,
2024. Laboratory for Developmental Biology was established to help scientists at the
Institute of Molecular Medicine and the University of Texas conduct research that requires
the production of transgenic and knock-out animal models of human diseases.

Synonyms: University of Texas Health Science Center at Houston Laboratory for
Developmental Biology

Resource Type: access service resource, core facility, service resource
Keywords: knock-out, developmental biology, animal model, human disease
Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: UTHealth Laboratory for Developmental Biology
Resource ID: SCR_012259

Alternate IDs: SciEx 11304

Record Creation Time: 20220129T080309+0000

Record Last Update: 20260728T043405+0000

Ratings and Alerts

No rating or validation information has been found for UTHealth Laboratory for
Developmental Biology.

No alerts have been found for UTHealth Laboratory for Developmental Biology.



https://scicrunch.org/sawg
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_012259/resolver
http://www.scienceexchange.com/facilities/the-laboratory-for-developmental-biology

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5 mentions in open access literature.

Listed below are recent publications. The full list is available at SPARC SAWG .

Delcenserie V, et al. (2011) Bifidobacterium pseudolongum are efficient indicators of
animal fecal contamination in raw milk cheese industry. BMC microbiology, 11, 178.

Bensch K, et al. (2010) Species and ecological diversity within the Cladosporium
cladosporioides complex (Davidiellaceae, Capnodiales). Studies in mycology, 67, 1.

Krauland MG, et al. (2009) Integron-mediated multidrug resistance in a global collection of
nontyphoidal Salmonella enterica isolates. Emerging infectious diseases, 15(3), 388.

Bonhomme CJ, et al. (2007) Microarray for serotyping of Bartonella species. BMC
microbiology, 7, 59.

Berger BJ, et al. (2003) Characterisation of methionine adenosyltransferase from
Mycobacterium smegmatis and M. tuberculosis. BMC microbiology, 3, 12.



https://scicrunch.org/sawg/rin/sources/SCR_005400
https://scicrunch.org/sawg/data/record/nlx_144509-1/RRID:SCR_012259/resolver/mentions

